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RAW SEQUENCE LISTING DATE: 11/06/2001 

PATENT APPLICATION: US/09/814 , 357 TIME: 14:34:40 



Input Set : A:\34 8022001600.txt 

Output Set: N:\CRF3\11062001\I814 357.raw 



ENTERED 



4 <110> APPLICANT: Yu, De-Chao 

5 Chen, Yu 

6 Henderson, Daniel R. 

8 <120> TITLE OF INVENTION: METHODS OF TREATING NEOPLASIA 

9 WITH COMBINATION TARGET CELL -SPECIFIC ADENOVIRUS ,* 
10 CHEMOTHERAPY AND RADIATION 

13 <130> FILE REFERENCE: 348022001600 

15 <140> CURRENT APPLICATION NUMBER: 09/814,357 

C--> 16 <141> CURRENT FILING DATE: 2001-10-15 

18 <150> PRIOR APPLICATION NUMBER: 6 0/192,015 

19 <151> PRIOR FILING DATE: 2000-03-24 
21 <160> NUMBER OF SEQ ID NOS : 35 

23 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

25 <210> SEQ ID NO : 1 

26 <211> LENGTH: 519 

27 <212> TYPE: DNA 

28 <213> ORGANISM: Artificial Sequence 

30 <220> FEATURE: 

31 <223> OTHER INFORMATION: IRES from encephelomycarditis virus (EMCV) 

33 <400> SEQUENCE: 1 

34 gacgtcgact aattccggtt attttccacc atattgccgt cttttggcaa tgtgagggcc 60 

35 cggaaacctg gccctgtctt cttgacgagc attcctaggg gtctttcccc tctcgccaaa 120 

36 ggaatgcaag gtctgttgaa tgtcgtgaag gaagcagttc ctctggaagc ttcttgaaga 180 

37 caaacaacgt ctgtagcgac cctttgcagg cagcggaacc ccccacctgg cgacaggtgc 240 

38 ctctgcggcc aaaagccacg tgtataagat acacctgcaa aggcggcaca accccagtgc 300 

39 cacgttgtga gttggatagt tgtggaaaga gtcaaatggc tctcctcaag cgtattcaac 360 
4 0 aaggggctga aggatgccca gaaggtaccc cattgtatgg gatctgatct ggggcctcgg 4 20 

41 tgcacatgct ttacatgtgt ttagtcgagg ttaaaaaacg tctaggcccc ccgaaccacg 480 

42 gggacgtggt tttcctttga aaaacacgat gtcgacgtc 519 

44 <210> SEQ ID NO: 2 

45 <211> LENGTH: 188 

46 <212> TYPE: DNA 

47 <213> ORGANISM: Artificial Sequence 

49 <220> FEATURE: 

50 <223> OTHER INFORMATION: IRES from vascular endothelial growth factor 

51 (VEGF) 

53 <400> SEQUENCE: 2 

54 acgtagtcga cagcgcagag gcttggggca gccgagcggc agccaggccc cggcccgggc 60 

55 ctcggttcca gaagggagag gagcccgcca aggcgcgcaa gagagcgggc tgcctcgcag 120 

56 tccgagccgg agagggagcg cgagccgcgc cggccccgga cggcctccga aaccatggtc 180 

57 gacacgta /188 

59 <210> SEQ ID NO: 3 

60 <211> LENGTH: 341 

61 <212> TYPE: DNA 

62 <213> ORGANISM: Artificial Sequence 

64 <220> FEATURE: 

65 <223> OTHER INFORMATION: 5 f UTR region of HCV 
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67 <400> SEQUENCE: 3 

68 gccagccccc tgatgggggc gacactccgc catgaatcac tcccctgtga ggaactactg 60 

69 tcttcacgca gaaagcgtct agccatggcg ttagtatgag tgtcgtgcag cctccaggac 120 

70 cccccctccc gggagagcca tagtggtctg cggaaccggt gagtacaccg gaattgccag 180 

71 gacgaccggg tcctttcttg gattaacccg ctcaatgcct ggagatttgg gcgtgccccc 240 

72 gcaagactgc tagccgagta gtgttgggtc gcgaaaggcc ttgtggtact gcctgatagg 300 

73 gtgcttgcga gtgccccggg aggtctcgta gaccgtgcac c 341 

75 <210> SEQ ID NO: 4 

76 <211> LENGTH: 595 

77 <212> TYPE: DNA 

78 <213> ORGANISM: Artificial Sequence 

80 <220> FEATURE: 

81 <223> OTHER INFORMATION: 5' UTR region of BiP 

83 <400> SEQUENCE: 4 

84 cccggggtca ctcctgctgg acctactccg accccctagg ccgggagtga aggcgggact 60 

85 tgtgcggtta ccagcggaaa tgcctcgggg tcagaagtcg caggagagat agacagctgc 120 

86 tgaaccaatg ggaccagcgg atggggcgga tgttatctac cattggtgaa cgttagaaac 180 

87 gaatagcagc caatgaatca gctggggggg cggagcagtg acgtttattg cggagggggc 240 

88 cgcttcgaat cggcggcggc cagcttggtg gcctgggcca atgaacggcc tccaacgagc 300 

89 agggccttca ccaatcggcg gcctccacga cggggctggg ggagggtata taagccgagt * 360 

90 aggcgacggt gaggtcgacg ccggccaaga cagcacagac agattgacct attggggtgt 4 20 

91 ttcgcgagtg tgagagggaa gcgccgcggc ctgtatttct agacctgccc ttcgcctggt 4 80 

92 tcgtggcgcc ttgtgacccc gggcccctgc cgcctgcaag tcgaaattgc gctgtgctcc 540 

93 tgtgctacgg cctgtggctg gactgcctgc tgctgcccaa ctggctggca agatg 595 

95 <210> SEQ ID NO: 5 

96 <211> LENGTH: 575 

97 <212> TYPE: DNA 

98 <213> ORGANISM: Artificial Sequence* 

100 <220> FEATURE: 

101 <223> OTHER INFORMATION: 5' UTR of PDGF 

103 <400> SEQUENCE: 5 

104 gtttgcacct ctccctgccc gggtgctcga gctgccgttg caaagccaac tttggaaaaa 60 

105 gttttttggg ggagacttgg gccttgaggt gcccagctcc gcgctttccg attttggggg 120 

106 ctttccagaa aatgttgcaa aaaagctaag ccggcgggca gaggaaaacg cctgtagccg 180 

107 gcgagtgaag acgaaccatc gactgccgtg ttccttttcc tcttggaggt tggagtcccc 240 

108 tgggcgcccc cacaccccta gacgcctcgg ctggttcgcg acgcagcccc ccggccgtgg 300 

109 atgctgcact cgggctcggg atccgcccag gtagccggcc tcggacccag gtcctgcgcc 360 

110 caggtcctcc cctgcccccc agcgacggag ccggggccgg gggcggcggc gccgggggca 420 

111 tgcgggtgag ccgcggctgc agaggcctga gcgcctgatc gccgcggacc tgagccgagc 480 

112 ccacccccct ccccagcccc ccaccctggc cgcgggggcg gcgcgctcga tctacgcgtc 540 

113 cggggccccg cggggccggg cccggagtcg gcatcj 575 

115 <210> SEQ ID NO: 6 

116 <211> LENGTH: 2240 

117 <212> TYPE: DNA 

118 <213> ORGANISM: Artificial Sequence 

120 <220> FEATURE: 

121 <223> OTHER INFORMATION: Human uroplakin II 5' flanking region 

123 <400> SEQUENCE: 6 

124 tcgataggta cccactatag ggcacgcgtg gtcgacggcc cgggctggtc tggcaacttc 60 
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125 aagtgtgggc ctttcagacc ggcatcatca gtgttacggg gaagtcacta ggaatgcaga 120 

126 attgattgag cacggtggct cacacctgta atcccaacac tctgggaggc caaggcaggt 180 

127 ggatcacttg tggtcaggag tttgagacca gcctggccaa catggtgaaa cctcatctct 240 

128 actaaaaata caaaaattag ctgggaatgg tggcacatgc ctataatccc agttactcag 300 

129 gaggctgagg caggagaatc atttgaacct gggaggcaga ggttgcagtg agccgagatc 360 

130 acgccactgc actccagcct gggtgacaca gcgagactct gtctcaaaaa aaaaaaaatg 420 

131 cagaatttca ggcttcaccc cagacccact gcatgactgc atgagaagct gcatcttaac 480 

132 aagatccctg gtaattcata cgcatattaa atttggagat gcactggcgt aagaccctcc 540 

133 tactctctgc ttaggcccat gagttcttcc tttactgtca ttctccactc accccaaact 600 

134 ttgagcctac ccttcccacc ttggcggtaa ggacacaacc tccctcacat tcctaccagg 660 

135 accctaagct tccctgggac tgaggaagat agaatagttc gtggagcaaa cagatataca 720 

136 gcaacagtct ctgtacagct ctcaggcttc tggaagttct acagcctctc ccgacaaagt 780 

137 attccacttt ccacaagtaa ctctatgtgt ctgagtctca gtttccactt ttctctctct 840 

138 ctctctctct caactttctg agacagagtt tcacttagtc gcccaggctg gagtgcaggg 900 

139 gcacaatctc ggctcactgc aacctccacc tcctgggttc aagtgtttct cctgtctcag 960 

140 cctcccgagt agctgggatt acaggcacac accaccgcgt tagtttttgt atttttggta 1020 

141 gagatggtgt ttcgccatat tggccaggct gatctcgaac tcctgacctc aggtgatccg 1080 

142 eccacctcgg cctcccaaag tgctgggatt acaggcatga gccaccacgc ccggctgatc 1140 
14 3 tcttttctat tttaatagag atcaaactct ctgtgttgcc taggctggtc ttgaactcct 1200 

144 ggcctcgagt gatcctccca ccttggcctc ccaaagtgtt gagattacag gcatgagcca 1260 

145 ctgtgcctgg cctcagttct actacaaaag gaagccagta ccagctacca cccagggtgg 1320 

146 ctgtagggct acaatggagc acacagaacc cctacccagg gcccggaaga agccccgact 1380 

147 cctctcccct ccctctgccc agaactcctc cgcttctttc tgatgtagcc cagggccgga 1440 
14 8 ggaggcagtc agggaagttc tgtctctttt tcatgttatc ttacgaggtc tcttttctcc 1500 

149 attctcagtc caacaaatgg ttgctgccca aggctgactg tgcccacccc caacccctgc 1560 

150 tggccagggt caatgtctgt ctctctggtc tctccagaag tcttccatgg ccaccttcgt 1620 

151 ccccaccctc cagaggaatc tgaaaccgca tgtgctccct ggcccccaca gcccctgcct 1680 

152 ctcccagagc agcagtacct aagcctcagt gcactccaag aattgaaacc ctcagtctgc 1740 

153 tgcccctccc caccagaatg tttctctccc attcttaccc actcaaggcc ctttcagtag 1800 

154 ccccttggag tattctcttc ctacatatca gggcaacttc caaactcatc acccttctga 1860 

155 ggggtggggg aaagaccccc accacatcgg gggagcagtc ctccaaggac tggccagtct 1920 

156 ccagatgccc gtgcacacag gaacactgcc ttatgcacgg gagtcccaga agaaggggtg 1980 

157 atttctttcc ccaccttagt tacaccatca agacccagcc agggcatccc ccctcctggc 2040 

158 ctgagggcca gctccccatc ctgaaaaacc tgtctgctct ccccacccct ttgaggctat 2100 

159 agggcccaag gggcaggttg gactggattc ccctccagcc cctcccgccc ccaggacaaa 2160 

160 atcagccacc ccaggggcag ggcctcactt gcctcaggaa ccccagcctg ccagcaccta 2220 

161 ttccacctcc cagcccagca , 2240 

163 <210> SEQ ID NO: 7 

164 <211> LENGTH: 3592 

165 <212> TYPE: DNA 

166 <213> ORGANISM: Artificial Sequence 

168 <220> FEATURE: 

169 <223> OTHER INFORMATION: Mouse uroplakin II 

171 <400> SEQUENCE: 7 

172 ctcgaggatc tcggccctct ttctgcatcc ttgtcctaaa tcattttcat atcttgctag 60 

173 acctcagttt gagagaaacg aaccttctca ttttcaagtt gaaaaaaaaa agaggttcaa 120 

174 agtggctcac tcaaagttac aagccaacac tcaccactac gagtacaatg gccaccatta 180 

175 gtgctggcat gccccaggag acaggcatgc atattattct agatgactgg gaggcagagg 240 

176 ggtggcctag tgaggtcaga ctgtggacag atcaggcaga tgtgggttct gatcccaatt 300 



5' flanking region 
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177 cctcaggccg cagaactact gtggttcaag aaggggacaa aaggactgca gtccggaaca 360 

178 ggaggtccat ttgagagctg actgagcaga agaggaaagt gaagaacttc tggggcaaga 420 

179 gcttacccta ctttacagct ttgttgtctt ctttactcca ggggcgtccc tggtactcag 4 80 

180 taaatgtctg ttggcttgag gaacatatgt gtaaggagga aggagaggga acttgaggga 540 

181 gttaagactc aagaatcaat caaggagagg acagcagaga agacagggtt tgggagagag 600 

182 actccagaca ttggccctgg ttcccttctt ggccactgtg aaaccctcca gaggaactga 660 

183 gtgctgtggc tttaaatgat ctcagcactg tcagtgaagc gctctgctca aagagttatc 720 

184 ctcttgctcc tgtgccgggg cctccccctc ctctcagctc ccaaaccctt ctcagccact 780 

185 gtgatggcat aattagatgc gagagctcag accgtcaggt ctgctccagg aaccacccat 840 

186 tttccccaac cccagagaaa ggtcctagtg gaaaagtggg ggccactgaa gggctgatgg 900 

187 ggttctgtcc tttcccccat gctgggtgga cttaaagtct gcgatgtgtg tagggggtag 960 

188 aagacaacag aacctggggg ctccggctgg gagcaggagg aactctcacc agacgatctc 1020 

189 caaatttact gtgcaatgga cgatcaggaa actggttcag atgtagcttc tgatacagtg 1080 

190 ggtctgaggt aaaacccgaa acttaatttc tttcaaaaat ttaaagttgc atttattatt 1140 

191 ttatatgtgt gcccatatgt gtgccacagt gtctatgtgg aggtcagagg gcaagttgtg 1200 

192 ggcattggct ctctcctttc ataatgtggc ttctggggac caaaatgtca ggcatggtgg 1260 

193 caagagcttt tacctgttga gccatctcat ggtttcgtaa aacttcctat gacgcttaca 1320 

194 ggtaacgcag agacacagac tcacatttgg agttagcaga tgctgtattg gtgtaaacac 1380 

195 tcatacacag acacacacac atactcatac acacacacac acacttatca catgcacaca 1440 

196 catactcgta tacacacaga cacacacaca tgcactctca cattcacata ttcatacaca 1500 

197 tccacacaca cactcatcca cacacacaga cacacatact catccacaca cacacacaca 1560 

198 catactcata cacacacaca gacacacata ctcatacaca cacacagaca cacacatata 1620 

199 atcatacata cacagacaca ctcatacatg tgcacacaca cactcatcca cacacacaca 1680 

200 ctcatacaca cacacactca tacacacaca cactcataca cacacacacg aggtttttct 1740 

201 caggctgcct ttgggtggag actggaactg atttctgttt ttcagctcct tggctttttg 1800 

202 tccctttaga tgagatctcc tcctcacttt acacacagaa agatcacaca cgagggagaa 1860 

203 ctggcggtgc ggaagagggc tacacggtag ggtgtcaggg tcaggagatc ttcctggcaa 1920 

204 gtctcaaacc tccacatagc acagtgttta cgtgaggatt taggaggaat caggaagagg 1980 

205 attggtttac tgcagagcag accatatagg tccactccta agccccattt gaaattagaa 2040 

206 gtgagacagt gtgggataaa aagagcagat ctctggtcac atttttaaag ggatatgagg 2100 

207 gtcctgtgcc tttaagcctt cccatctccc tccaatcccc cctcaccttc cccaccctaa 2160 

208 ccctccccag gtttctggag gagcagagtt gcgtcttctc cctgccctgc cgagctgctc 2220 

209 actggctgct ctagaggctg tgctttgcgg tctccatgga aaccattagt tgctaagcaa 2280 

210 ctggagcatc atctgtgctg agctcaggtc ctatcgagtt cacctagctg agacacccac 2340 

211 gcccctgcag ccactttgca gtgacaagcc tgagtctcag gttctgcatc tataaaaacg 2400 

212 agtagccttt caggagggca tgcagagccc cctggccagc gtctagagga gaggtgactg 2460 

213 agtggggcca tgtcactcgt ccatggctgg agaacctcca tcagtctccc agttagcctg 2520 

214 gggcaggaga gaaccagagg agctgtggct gctgattgga tgatttacgt acccaatctg 2580 

215 ttgtcccagg catcgaaccc cagagcgacc tgcacacatg ccaccgctgc cccgccctcc 2640 

216 acctcctctg ctcctggtta caggattgtt ttgtcttgaa gggttttgtt gttgctactt 2700 

217 tttgctttgt tttttctttt ttaacataag gtttctctgt gtagccctag ctgtcctgga 2760 

218 actcactctg tagaccaggc tggcctcaaa ctcagaaatc caccttcctc ccaagtgctg 2820 

219 ggattaaagg cattcgcacc atcgcccagc ccccggtctt gtttcctaag gttttcctgc 2880 

220 tttactcgct acccgttgca caaccgcttg ctgtccaagt ctgtttgtat ctactccacc 2940 

221 gcccactagc cttgctggac tggacctacg tttacctgga agccttcact aacttccctt 3000 

222 gtctccacct tctggagaaa tctgaaggct cacactgata ccctccgctt ctcccagagt 3060 

223 cgcagtttct taggcctcag ttaaatacca gaattggatc tcaggctctg ctatccccac 3120 

224 cctacctaac caaccccctc ctctcccatc cttactagcc aaagcccttt caacccttgg 3180 

225 ggcttttcct acacctacac accagggcaa ttttagaact catggctctc ctagaaaacg 3240 



file://C:\CRF3\Outhold\VsrI8 1 4357.htm 



11/6/01 



Page 5 of 7 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/814,357 



DATE : 11/06/2001 
TIME: 14:34:40 



Input Set : A:\348022001600.txt 

Output Set: N:\CRF3\11062001\I814357.raw 

226 cctacctcct tggagactga ccctctacag tccaggaggc agacactcag acagaggaac 3300 

227 tctgtccttc agtcgcggga gttccagaaa gagccatact cccctgcaga gctaactaag 3360 

228 ctgccaggac ccagccagag catccccctt tagccgaggg ccagctcccc agaatgaaaa 3420 

229 acctgtctgg ggcccctccc tgaggctaca gtcgccaagg ggcaagttgg actggattcc 34 80 

230 cagcagcccc tcccactccg agacaaaatc agctaccctg gggcaggcct cattggcccc 3540 

231 aggaaacccc agcctgtcag cacctgttcc aggatccagt cccagcgcag ta 3592 

233 <210> SEQ ID NO: 8 

234 <211> LENGTH: 822 

235 <212> TYPE: DNA 

236 <213> ORGANISM: Artificial Sequence^ 

238 <220> FEATURE: 

239 <223> OTHER INFORMATION: APF-TRE 

241 <400> SEQUENCE: 8 

242 gcattgctgt gaactctgta cttaggacta aactttgagc aataacacac 
24 3 gattgtttgc tgttagcata caaactctgg ttcaaagctc ctctttattg 

244 aaaatttgct gttcttcatg gtttctcttt tcactgctat ctatttttct 

245 catggctaca ataactgtct gcaagcttat gattcccaaa tatctatctc 

246 cttgttccag aagataaaaa gtagtattca aatgcacatc aacgtctcca 

247 ttaaagacgt ttcaacatac aaaccgggga gttttgcctg gaatgtttcc 
24 8 cctgtagcac atagggtcct cttgttcctt aaaatctaat tacttttagc 

249 tcccacctat ggggagatga gagtgaaaag ggagcctgat taataattac 

250 taggcataga gccaggactg tttgggtaaa ctggtcactt tatcttaaac 

251 caaaactgaa catgtactta gttactaagt ctttgacttt atctcattca 

252 ctttatccag gccacttatg agctctgtgt ccttgaacat aaaatacaaa 

253 gctgttaatt attggcaaat gtcccatttt caacctaagg aaataccata 

254 tataccaaca aaaggttact agttaacagg cattgcctga aaagagtata 

255 agcatgattt tccatattgt gcttccacca ctgccaataa ca 

257 <210> SEQ ID NO: 9 

258 <211> LENGTH: 451 

259 <212> TYPE: DNA 

260 <213> ORGANISM: Artificial Sequence 

262 <220> FEATURE: 

263 <223> OTHER INFORMATION: Probasin-TRE 

265 <400> SEQUENCE: 9 

266 aag ctt cca caa gtg cat tta gcc tct cca gta ttg ctg atg aat 

267 cag ttc agg ttc aat ggc gtt caa aac ttg ate aaa aat gac cag 

268 tta tat tta cac caa cat eta tct gat tgg agg aat gga taa tag 

269 tea tgt tta aac ate tac cat tec agt taa gaa aat atg ata gca 

270 tgt tct tag tct ttt tct taa tag gga cat aaa gcc cac aaa taa 

271 tat gcc tga aga atg gga cag gca ttg ggc att gtc cat gcc tag 

272 agt act cca aga ace tat ttg tat act aga tga cac aat gtc aat 

273 tgt gta caa ctg cca act ggg atg caa gac act gcc cat gcc aat 

274 cct gaa aag cag eta taa aaa gca gga age tac tct gca cct tgt 

275 tag gtc cag ata cct aca g 

277 <210> SEQ ID NO: 10 

278 <211> LENGTH: 546 

279 <212> TYPE: DNA 

280 <213> ORGANISM: Artificial Sequence 
282 <220> FEATURE: 



atagattgag 
cttgtcttgg 
caaccactca 
tagectcaat 
cttggagggc 
taaaatgtgt 
ccagtgctca 
actaagtcaa 
taaatatatc 
taccactcag 
taacegctat 
aagtaacaga 
aaagaatttc 



cca 
act 
tea 
tct 
aaa 
taa 
gtc 
cat 
cag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
822 



48 
96 
144 
192 
240 
288 
336 
384 
432 
451 
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